
−5.09

−1.29

2.5

6.3
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION

G
S

Z
mBL
intermediate
non−mBL

BCAT1
BCAT1

IVD
IVD

DBT
HMGCS1

ABAT
ALDH3A2
ALDH3A2
ALDH3A2

ACAA2
PCCA

HMGCS2
BCKDHB
BCKDHB

ALDH6A1
ALDH2

AOX1
AUH

HADH
ALDH1B1
EHHADH

ABAT
ABAT

−1.9 2.6∆ e



−6

−4

−2

0

2

4

6

KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION
G

S
Z

on
−
off

# features = 65

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION
G

S
Z


